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Network Pharmacological Mechanisms of Zhuangshen Gujing Prescription in
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Abstract: Objective To predict the mechanisms of Zhuangshen Gujing Prescription in the treatment of IgA
nephropathy based on network pharmacology, and to provide theoretical basis for subsequent experimental studies.
Methods The effective chemical constituents and effect targets of Zhuangshen Gujing Prescription were retrieved
from TCMSP database and TCMID database, the related genes of IgA nephropathy were retrieved from OMIM
database, GeneCards database and PharmGkb database, and the core genes of Zhuangshen Gujing Prescription
and IgA nephropathy were obtained by intersection. The target protein— protein interaction (PPI) network was
constructed using STRING database, and the active components—target genes network was constructed using
Cytoscape for topological analysis. Finally, R language was used for gene ontology (GO) and Kyoto encyclopedia of
genes and genomes (KEGG) enrichment analysis with common targets. Results A total of 57 kinds of active
components of Zhuangshen Gujing Prescription were obtained, and 1 213 IgA nephropathy related genes were
acquired. According to the network topology analysis of the active components—target genes, the top 5 effective
genes for degree were quercetin, luteolin, kaempferol, baicalein and formononetin. The top 5 effective targets for
degree were PTGS2, PTGS1, PRSS1, DPP4 and ESR1. GO enrichment analysis showed that the biological
process was mainly related to oxidative stress. The results of KEGG enrichment analysis showed that the treatment

of IgA nephropathy with Zhuangshen Gujing Prescription may be related to nuclear factor KappaB (NF- kB)
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signaling pathway, interleukin 7 (IL-7) signaling pathway and tumor necrosis factor (TNF) signaling pathway.

Conclusion Zhuangshen Gujing Prescription plays a role in the treatment of IgA nephropathy possible by mainly

regulating cellular inflammatory response and oxidative stress.

Keywords: Zhuangshen Gujing Prescription; IgA nephropathy; network pharmacology; cellular inflammatory

response; oxidative stress
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Table 1 Screening results of active ingredients in Zhuangshen Gujing Prescription

Mol ID ARk LRI SR Mol 1D ARk e
J£(0B)/% (DL) F£(0B)/% (DL)
MOL001002 ellagic acid 43.06 0.43 | IMOL000380 (6aR,11aR)-9,10-dimethoxy-6a,11a~ 6426  0.42
MOL001941 Ammidin 34.55 0.22 dihydro- 6H- benzofurano[3, 2- ¢]
MOLO000358 beta-sitosterol 36.91 0.75 chromen-3-ol
MOLO000359 sitosterol 36.91 0.75 | | MOL000387 Bifendate 3110 0.67
MOL000422  kaempferol 41.88 024 | |MOL000392 formononetin 09.67 021
MOL008433 (IR, 2R, 4aS, 6aS, 6aR, 6bR, 8aR,  51.16 0.72 | | MOL000398 isoflavanone 109.99  0.30
12aR, 14bS)-1, 11-dihydroxy-1,2, 6a, MOL000417 Calycosin 4775 024
6b,9,9, 12a-heptamethyl-10-o0x0-3,4, MOL000433 FA 68.96 0.71
5,6,6a,7,8, 8a, 13, 14b- decahydro- MOL000438 (3R) - 3- (2- hydroxy- 3, 4- 67.67 0.26
2H-picene-4a-carboxylic acid dimethoxyphenyl ) chroman—7-ol
MOLO000098  quercetin 46.43 0.28 | |MOL000439 isomucronulatol-7,2’ ~di-O-glucosiole 49.28 0.62
MOL001792 DFV 32.76 0.18 | [MOL000442 1, 7- Dihydroxy- 3, 9- dimethoxy 39.05 0.48
MOL002714 baicalein 3352 0.21 pterocarpene
MOL002959 3’ ~Methoxydaidzein 4857 024 | |MOL002914 Eriodyctiol (flavanone ) 4135 024
MOLO003889 methylprotodioscin_qt 35.12 0.86 | | MOL000004 Procyanidin B1 67.87  0.66
MOL004941 (2R)-7-hydroxy—-2- (4-hydroxyphenyl) ~ 71.12 0.18 | | MOL000492 (+)-catechin 54.83 0.24
chroman—4-one MOL000569 digallate 61.85 0.26
MOL000546  diosgenin 80.88  0.81 | |MOL000006 luteolin 3616 0.25
MOL006331 4’,5-Dihydroxyflavone 48.35 0.19 | |MOL000631 coumaroyltyramine 112.90 0.20
MOL009760 sibiricoside A_qt 35.26 0.86 | | MOL006504 (-)-Catechin gallate 5357 075
MOL009763 (+)-Syringaresinol-O-beta-D-glucoside ~ 43.35 0.77 | |MOL007280 3-methylquercetin 3085  0.30
MOL009766 zhonghualiaoine 1 3472 078 | |MOL000073 ent-Epicatechin 4896 0.4
MOL000211 Mairin 5538 078 | |MOL007301 3’ , 8- dihydroxy— 10- methoxy- 5-h- 5970 0.49
MOL000239  Jaranol 50.83 0.29 isochromeno[4” , 3-b|chromen-7-one
MOL000296  hederagenin 3691 0.75 || MOL000096 (-)-catechin 4968  0.24
MOL000033 (38, 8S,9S, 10R, 13R, 14S, 17R)-10,  36.23 0.78 | IMOL001494 Mandenol 42.00 0.19
13- dimethyl-17-[(2R, 58) - 5~ propan- MOLO005030 gondoic acid 3070 0.20
2-yloctan-2-y1}-2,3,4,7,8,9, 11,12, MOL008622 Methyl trametenolate 42.88 0.82
14, 15, 16, 17- dodecahydro- 1H- MOL008628 4’ -Methyl-N-methylcoclaurine 5343 026
cyclopentala]phenanthren—3-ol MOLO001558 sesamin 56.55 0.83
MOL000354 isorhamnetin 49.60 0.31 MOL000184 NSC63551 39.25 0.76
MOL000371 3,9-di~O-methylnissolin 53.74 0.48 | [MOL005043 campest=5-en-3beta—ol 37.58 0.71
MOL000374 5’ -hydroxyiso-muronulatol-2", 5’ -di- ~ 41.72 0.69 | |MOL005440 Isofucosterol 43.78 0.76
0-glucoside MOL005944 matrine 6377 025
MOL000378 7-0-methylisomucronulatol 74.69 0.30 | |MOL006649 sophranol 5542 0.28
MOLO000379 9, 10- dimethoxypterocarpan—3-0- & - 36.74 0.92 | [MOL000953 CLR 37.87  0.68
D-glucoside
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Figure 1 Ingredient-target network of Zhuangshen
Gujing Prescription
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Figure 2 The Venn graph of Zhuangshen Gujing
Prescription in the treatment of IgA nephropathy
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Identification of Bupleurum chinense DC. and Bupleurum marginatum var.
Wall. ex DC stenophyllum(Wolff) Shan et Li Based on Headspace—Gas

Chromatography-Ion Mobility Spectrometry

FAN Hong-Li', LIU Ya—Xiong®, QIAO L, CHEN Fu’, LUO Zhuo-Yda’
(1. Guangzhou University of Chinese Medicine, Guangzhou 510006 Guangdong, China; 2. NMPA Key Laboratory for Rapid
Testing Technology of Drugs, Guangdong Institute for Drug Control, Guangzhou 510663 Guangdong, China)

Abstract: Objective To establish the volatile fingerprint of headspace—gas chromatography—ion mobility spectrometry
(HS-GC—=1IMS) of Bupleurum chinense DC. and Bupleurum marginatum var. Wall. ex DC stenophyllum (Wolff)
Shan et Li to rapidly identify them. Methods MXT-WAX and MXT-5 were used to detect the volatile fingerprint of
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