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Abstract: Objective To explore the molecular mechanism of Reduning Injection in treating dengue fever based on
network pharmacology. Methods The active constituents of Reduning Injection reported in literatures were
collected, and the targets of the above constituents were predicted by SwissTargetPrediction database. The main
targets of Dengue fever were collected by GeneCards, Online Mendelian Inheritance in Man (OMIM) ,
Therapeutic Target Database (TTD), and the Comparative Toxicogenomics Database (CTD). The targets of drug—
disease intersection were achieved to construct the protein— protein interaction (PPI) network using STRING
database and Cytoscape 3.7.1 software, and then the key pharmacodynamic components were screened out
according to the node degree value of the PPI network. The obtained intersection targets were uploaded to

Metascape platform for analysis of gene ontology (GO) and Kyoto Encyclopedia of Genes and Genomes (KEGG) ,
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and then the key pathways were screened out by literature research and key targets. Results There were 31 active
constituents in Reduning Injection acting on 154 dengue fever targets. According to node degree, 29 key targets
were screened out, and 8 key active constituents were obtained. GO and KEGG enrichment analysis results showed
1501, 142 items, and 5 key pathways. Conclusion The treatment of dengue fever with Reduning injection plays a
role in anti— virus, anti- inflammation, immune regulation, coagulation and fibrinolysis regulation, energy
metabolism regulation and lipid metabolism regulation through acting on possible key targets such as GAPDH,
AKT1, TNF, MAPK and CASP-3, and regulating hypoxia—inducible factor 1 (HIF-1) signaling pathway,
nuclear factor—kappaB (NF-kB) signaling pathway, leucocyte transendothelial migration, adhesion junctions and
mitochondrial autophagy.

Keywords: Reduning Injection; Dengue fever; anti—virus; anti—inflammation; immune regulation; signaling

pathway; network pharmacology
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Figure 1 Network pharmacologcial molecular mechanism of Reduning Injection in the treatment of dengue fever
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